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QC and CpG coverage analysis

« Quality metrics for pre- and post-alignment, target enrichment
and library complexity.

- Compute CpG sites coverage for your samples.

Normalization (Calibration curve)

- Estimate the linear dependency of methylation signals and
CpG counts by calculating the slope and the intercept for
every sample.

Methylation Detection

- Identifies methylated regions across the genome or within
regions of interest.

. Computes for every region, the reads per million (RPM),
relative methylation score (RMS) and absolute methylation
score (AMS).
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Differential methylation analysis (DMR)

- Identifies DMRs based on selected RMS ratio and p-value : L
thresholds. " e MJ ' [ l

- Merges consecutive hypo and hyper-methylated regions if the — e s = - .
new region still satisfies the specified threshold. " i ‘ .

- Filters DMRs based on RPM, RMS or AMS and p-value ooyt e o i g =
thresholds. e | ‘
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- Creates separate lists for hypermethylated and
hypomethylated regions from the identified DMRs.

- Creates associated gene lists based on an upstream /
downstream padding (bp) selected for the genes.
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B annotate Methylation Calls I

Select a methylation region list and genic regions For annotating methylation calls.
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Annotate methylation calls
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- Annotates the methylation calls for the selected genic region.
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About Strand

A History of Innovative Genomic Research

Strand Life Sciences is a global genomic profiling company and leader in precision medicine diagnostics, aimed
at empowering cancer care and genetic testing for inherited diseases. Strand works with physicians and
hospitals to enable faster clinical decision support for accurate molecular diagnosis, prognosis, therapy
recommendations, and clinical trials. The Strand Center for Genomics & Personalized Medicine is India's 1st
and only CAP & NABL accredited NGS laboratory.

www.strandls.com

A Trusted Partner to Companies Worldwide

For 15 years, our genomics products and solutions have facilitated the work of leading researchers and
medical geneticists in over 2,000 laboratories and 100 hospitals around the world.

Strand Life Sciences Pvt. Ltd
5th Floor, Kirloskar Business Park, Bellary Road, Hebbal, Bangalore 560024
Phone:+91-80-40 (787263) Fax: +91-80-4078-7299
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sales@strandngs.com support@strandngs.com
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